Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.056; wR factor = 0.155; data-to-parameter ratio = 23.1.
The asymmetric unit of the title molecular salt, C 6 H 9 N 2 + Á-C 7 H 5 O 3 À , contains two cations and two anions. Both the salicylate anions contain an intramolecular O-HÁ Á ÁO hydrogen bond, which generates an S(6) ring. Both the 2-amino-4-methylpyridine molecules are protonated at their pyridine N atoms. In the crystal, both cations form two N-HÁ Á ÁO hydrogen bonds to their adjacent anions, forming ion pairs. Further N-HÁ Á ÁO links generate sheets lying parallel to the ab plane. In addition, weak C-HÁ Á ÁO bonds and aromatic -stacking interactions [centroid-centroid distances = 3.5691 (9) and 3.6215 (9) Å ] are observed between the cations and anions.
Related literature
For related structures, see: Navarro Ranninger et al. (1985) ; Luque et al. (1997) ; Qin et al. (1999) ; Jin et al. (2001) ; Albrecht et al. (2003) ; Kvick & Noordik (1977) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x; y þ 1; z; (iii) x; y À 1; z; (iv) Àx; Ày; Àz þ 1.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
Comment
There are numerous examples of 2-amino-substituted pyridine compounds in which the 2-aminopyridines act as neutral ligands (Navarro Ranninger et al., 1985; Luque et al., 1997; Qin et al., 1999) or as protonated cations (Luque et al., 1997; Jin et al., 2001; Albrecht et al., 2003) . In order to study some hydrogen bonding interactions, the synthesis and structure of the title salt, (I), is presented here.
The asymmetric unit of the title compound consists of two crystallographically independent 2-amino-4-methylpyridinium cations (A and B) and two salicylate anions (A and B) (Fig. 1) . Each 2-amino-4-methylpyridinium cation is planar, with a maximum deviation of 0.004 (1) Å for atom N1A in cation A and 0.006 (2) Å for atom C11B in cation B. In the cations, protonation at atoms N1A and N1B lead to a slight increase in the C9A-N1A-C10A [122.06 (14)°] and C9B-N1B-C10B
[121.76 (13)°] angles compared to those observed in an unprotonated structure (Kvick & Noordik, 1977) . The bond lengths (Allen et al., 1987) and angles are normal.
In the crystal structure (Fig. 2) , the carboxylate groups of each salicylate anions interact with the corresponding 2-amino-4-methylpyridinium cations via a pair of N-H···O hydrogen bonds forming an R 2 2 (8) ring motif (Bernstein et al., 1995) .
Furthermore, these motifs are connected via N-H···O hydrogen bonds, forming a two-dimensional network parallel to the ab-plane. There is an intramolecular O-H···O hydrogen bond in the salicylate anions, which generates an S(6) ring motif.
In addition, weak C-H···O and π-π interactions are observed between the cation-anion pairs, [Cg1(N1A/C8A-C12A)& Cg4(C1A-C6A)] and [Cg2(N1B/C8B-C12B) & Cg3(C1B-C6B)], with centroid-centroid distances of 3.5691 (9) Å (1+x, y, z) and 3.6215 (9) Å (-1+x, y, z), respectively.
Experimental
A hot methanol solution (20 ml) of 2-amino-4-methylpyridine (54 mg, Aldrich) and salicylic acid (69 mg, Merck) were mixed and warmed over a heating magnetic stirrer hotplate for a few minutes. The resulting solution was allowed to cool slowly at room temperature and colourless needles of (I) appeared after a few days.
Refinement
Atoms H1A3, H1B3,H1NA, H2NA, H3NA, H1NB, H2NB, H3NB were located from a difference Fourier map and were Fig. 1 . The asymmetric unit of the title compound. Displacement ellipsoids are drawn at the 50% probability level. 0.0192 (7) 0.0234 (7) 0.0162 (7) 0.0026 (6) −0.0040 (5) −0.0062 (6) C7A 0.0208 (7) 0.0206 (7) 0.0176 (7) 0.0015 (6) −0.0063 (6) −0.0046 (6) N1A 0.0196 (6) 0.0233 (6) 0.0208 (7) 0.0000 (5 Geometric parameters (Å, °) 
Fig. 2. Hydrogen bonding patterns in compound (I).
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